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Figure 2 Features of the repeat in the G. vaginalis CRISPR arrays. (A) Sequence logo for all repeats in the CRISPR loci of G. vaginali
height of the letters shows the relative frequency of the corresponding nudeotide at that position. (B) Secondary structure of the G
repeat region predicted using RNAfold [36]
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Figure 5 WebLogo for the PAM consensus sequence determination. Ten protospacers identical to spacers were aligned relative to the 5~
end of the protospacer (base 1). Sequences include the protospacer (positive numbers) and 13 nucleotides (negative numbers) upstream of the

first base of the protospacer (containing the PAM).
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